Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.067; wR factor = 0.149; data-to-parameter ratio = 16.4.
In the title compound, C 9 H 12 N 2 O 2 , the acetohydrazide group is approximately planar [maximum deviation = 0.034 (2) Å ]. In the crystal, molecules are linked via intermolecular N-HÁ Á ÁO, N-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds into infinite two-dimensional networks parallel to (001).
Related literature
For general background to and the biological activity of hydrazide derivatives, see: Isloor et al. (2009) ; Holla & Udupa (1992) ; Ozdemir et al. (2009) ; Khattab (2005) ; Yale et al. (1953) . For the preparation of title compound, see: Conti (1964) . For bond-length data, see: Allen et al. (1987) . For related structures, see: Fun et al. (2009 Fun et al. ( , 2010a Table 1 Hydrogen-bond geometry (Å , ).
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Comment
The full therapeutic possibilities of hydrazides were realized after the discovery of isonicotinic acid hydrazide (INH). Hydrazides and their derivatives have been described as useful synthons of various heterocyclic rings (Isloor et al., 2009; Holla & Udupa, 1992) . A large number of hydrazides and their derivatives are reported to possess a broad spectrum of biological activities (Ozdemir et al., 2009; Khattab, 2005) . The most widely used method to prepare hydrazides is hydrazinolysis of the corresponding esters with hydrazine hydrate (Yale et al., 1953) . Prompted by the diverse activities of hydrazides and its derivatives, we have synthesized the title compound to study its crystal structure.
The molecular structure is shown in Fig. 1 . The acetohydrazide group (C7/C8/N1/N2/O2) is approximately planar, with the maximum deviation of 0.034 (2) Å at atom C7. Bond lengths and angles are within normal ranges, and comparable to closely related structures (Fun et al., 2009 (Fun et al., , 2010a . In the solid state (Fig. 2) , the molecules are linked via intermolecular N2-H1N2···O2, N2-H2N2···O2 and C1-H1A···O2 trifurcated acceptor bonds, together with N1-H1N1···N2 hydrogen bonds, into infinite two-dimensional networks parallel to plane (001).
Experimental
Ethyl(4-methylphenoxy)acetate (1.94 g, 0.01 mol) and hydrazine hydrate (99%, 0.02 mol) in ethanol (15 ml) was heated on a water-bath for 6 h. Excess ethanol was removed by distillation. On cooling, colourless needle-shaped crystals of 2-(4methylphenoxy)acetohydrazide begin to separate. It was collected by filtration and recrystallized from ethanol. Yield: 1.2 g, 67.0 %, M.p.: 411-413K. (Conti, 1964) .
Refinement
H1N1, H1N2 and H2N2 were located in a difference Fourier map and allowed to refined freely. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.93 -0.97 Å and U iso (H) = 1.2 or 1.5 U eq (C). The highest residual electron density peak is located at 0.94 Å from H9C and the deepest hole is located at 0.94 Å from C8. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (3) 128 (2) C1-H1A···O2 iv 0.93 2.53 3.410 (3) 157.
Symmetry codes: (i) −x+2, y+1/2, −z+1/2; (ii) −x+1, y+1/2, −z+1/2; (iii) −x+1, y−1/2, −z+1/2; (iv) x+1, y+1, z.
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